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Figure S2: Points represent the proportion data simulations and model runs (out of 100) 



Table S1: If a phylogenetic signal in responses to an environmental gradient exists, 
accounting for this correlation improves estimation of trait effects. For each case below, 
we fit both the POM and a MSOM to 100 simulated datasets and quantified estimation 
quality of βtrait. RMSE indicates the root mean square error of the βtrait 


